Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.109; data-to-parameter ratio = 12.3.
Related literature

Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.964, T max = 0.971 10663 measured reflections 2451 independent reflections 1486 reflections with I > 2(I) R int = 0.043 Refinement R[F 2 > 2(F 2 )] = 0.039 wR(F 2 ) = 0.109 S = 1.07 2451 reflections 200 parameters H-atom parameters constrained Á max = 0.16 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
We acknowledge the National Natural Science Foundation of China (20771053), the National Basic Research Program (No. 2010CB234601) and the Natural Science Foundation of Shandong Province (Y2008B48) for financial support. structure of the molecule shows an E configuration about the C=N bond. The mean planes of the pyridine and benzene rings make the dihedral angle of 31.20 (15)°. Intramolecular O-H···O hydrogen bond was observed ( Fig. 1 and Table 1 ). All bond lengths and angles are normal and correspond to those observed in the related componds (Huang (2009); Shafiq et al., 2009; Liang et al., 2008) . In the crystal structure, intermolecular N-H···N hydrogen bonds link the molecules into a chain ( Fig.2 and Table 1 ).
Experimental
The methanol solution of 3-pyridinecarboxaldehyde(0.2 mol) was added dropwise to a solution of 3-hydroxy-2-naphthohydrazide(0.2 mol) in mehtanol. Then the mixture was stirred at room temperature for 6 h, during which time a brown precipitate was observed. The precipitate was filtrated off and the obtained solid was recrystallised from methanol. Anal. 
Refinement
All data were corrected using SADABS method and the final refinement was performed by mull-matrix least-square method with anisotropic parameters for non-hydrogen atoms on F2 using SHELX97 program. The hydrogen atoms were added theoretically, riding on the concerned atoms and refined with fixed thermal factors (U iso (H) = 1.2 U eq (C, N); U iso (H) = 1.5 U eq (O)). (7) 0.0054 (7) 0.0001 (6) 0.0108 (7) N2 0.0446 (8) 0.0480 (8) 0.0397 (7) 0.0038 (7) 0.0002 (7) 0.0052 (7) N3 0.0461 (8) 0.0557 (9) 0.0533 (8) −0.0090 (8) 0.0024 (7) 0.0052 (8) O1 0.0406 (7) 0.0751 (8) 0.0603 (7) 0.0044 (7) −0.0062 (6) 0.0105 (7) 0.0373 (9) 0.0569 (11) 0.0491 (9) −0.0016 (9) 0.0003 (8) 0.0072 (9) C16 0.0593 (12) 0.0473 (10) 0.0552 (11) −0.0049 (10) −0.0015 (9) 0.0075 (9) C17 0.0395 (10) 0.0602 (11) 0.0462 (9) 0.0004 (9) −0.0042 (8) −0.0008 (9) C15 0.0427 (10) 0.0543 (11) 0.0606 (11) 0.0043 (9) −0.0052 (9) 0.0130 (9) Geometric parameters (Å, °) 
